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HERE S MG-241120-21

4. B-NGF : £ 55 pL + Sample Diluent PT 1B1 55 pL 2 f£%R)

5.MCP-1 : #&{K 105 pL CR#R)

BREOFRR (FRIED)

1. VEGF #{4 1-© : #1£ 30 pL + Sample Diluent PT 4B1 90 pL (4 f£% 1K)
2. HGF #K 1-®© : #{% 55 pL + Sample Diluent PT 1-ec 55 pL (2 f£#R)
ELISA i (VEGF)

AH B — FOFEL (VEGF)

X v NM$)E D Protein standard (4000 pg/bottle) ~~ Sample Diluent PT 4B1 % 2 mL
AL T 2000 pg/mL DA X o Z— REFHBE L, STD7 & L7,

LIBEIX Sample Diluent PT 4B1 T 2 fEH R 2TV STD 6~ 1 & L7z,

blk /X blank (Sample Diluent PT 4B1) & L7z,

FREITZXy 7o ba—Ailf-> TTo 7
£Xy hORE U F— ROKBREIILUTO®Y & LT,
BE (pg/mL)
blk 0
STD 7 2000
STD 6 1000
STD 5 500
STD 4 250
STD 3 125
STD 2 62.5
STD 1 31.25
7 oA REOHRE

LK : MEED Detection Antibody & U HRP-conjugated antibody % Detection
Diluent TUL T OF|E CTHIR L7,

« Detection Antibody : 100 {Z#& R

- HRP-conjugated antibody : 100 &R
BEEK - /EED Wash Buffer Concentrate (20x)% ELIX /K T 20 f&fmR L7,
ELISA #I7E (VEGF HI%E)

VEEDRA ) vy FE2EEFH LI,
2-2 ZON2-3-1 CTRRE LI=FHREY TSV RRARZ 4 — R 100 uL %% well
~IRZ T V— PV TEE L,
37°C T 2 RFAIFHE L7,
IS TH%. = NVEFHN LT I D THRRBREERE LT, BERITI—/1—
B ANAT L= R ZRAE DT HRRICE TR REEFRZ RO,
350 pL/iwell X4 EIFEEHR T LTz, WHERIETI—/—F AL~ &>
T AHERIZ 10 BN &Y TTRIBRBERREZ RV,
F R L 7= Detection Antibody 100 uL %% well ~I 2 7L — h =L TEHEZ L
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HEE S - MG-241120-21

IOl %558
1. VEGF
1-1 fRbTRE R
1-1-1 RZ & — NfEHT
AREUH—F RHE pg/mL Wells BlseiE ZI9fE
Bl 0.032
STD 1 31.25 0.038
B2 0.044
Cl1 0.068
STD 2 62.5 0.071
C2 0.073
D1 0.133
STD 3 125 0.14
D2 0.146
El 0.268
STD 4 250 0.285
E2 0.301
F1 0.492
STD 5 500 0.495
F2 0.498
Gl1 0.597
STD 6 1000 0.598
G2 0.599
H1 0.627
STD 7 2000 0.628
H2 0.628
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ARES

RBE—=RA—T

: MG-241120-21

Standard curve VEGF
0.6 B
1
0.5
i ]
c 4
= 0,4—_
‘T B
B ]
8 03
§
2 0.2
0.1
0 e et ——
10 100 1000 10000
Concentration pg/mL
y=((A-D/(1+(x/C)"B))+D: A B c D R2
O Std (Standards: Concentration vs MeanValue) 0.039 2.001 292859  0.644 0.999
1-1-2 VU INERITRER
TRERXY T OFRER QEHR) 2R LICE (pg/mL)
#+ 2 7 No. Wells WEE NERE | FHRE JCIREE
A3 0.634 2287.988
1-© 2039.378 4078.7563%
A4 0.628 1790.768
F7 0.006 Range? PR SE
7-D Range? .
F8 0.006 Range? LT
E7 0.071 69.415
6-@ 67.67 135.34
E8 0.068 65.925
¥ oo cHIEENARAF F— RV EREB LT EE

Range? + + + A¥ ¥ — FTR{E (31.25 pg/mL) LLTF
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HEBES . MG-241120-21

2. HGF
%4 AT RE R
2-1-1 RF U H— FfiEhr
AFH—F RE ng/mL Wells P EE EE
Bl 0.025
STD1 0.313 0.025
B2 0.024
Cl 0.064
STD2 0.625 0.059
c2 0.053
D1 0.161
STD3 1.25 0.143
D2 0.124
El 0.341
STD4 2.5 0.331
E2 0.32
F1 0.478
STD5 5 0.469
F2 0.46
Gl 0.513
STDé 10 0.513
G2 0.512
Hi1 0.535
STD7 20 0.538
H2 0.54

AP = RIp—

Standard curve HGF

0-5'f
0.4
0,3-

0.2

ahsorbance of 450 nm

0.1

0.1 1 10 100
Concentration ng/mL

y=((A-D/(1+(xiC)"B))+D: A B c D

O Std (Standards: Concentration vs MeanValue) 0.019 2177 2.083 0.536

-~
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SHEAE S - MG-241120-21

2-1.2 YU NS (RE ng/mLl)

¥ 7NV No. |  Wells WEE | WERE | HIRE
A3 0.538 Range?

1-O 20.0213%
A4 0.532 20.021
F7 -0.024 Range?

7-®© Range?
F8 -0.037 Range?
E7 -0.01 Range?

6-® Range?
E8 -0.035 Range?

¥ oo cHEEBASF =NV EREB X TEIE
Range? * + « A& X — K TFRME (0.313 ng/mL) UAF

3. EGF
3-1 FRATHE B
3-1-1 ARZ U — RENT
RBUH—F BE pg/mL Wells HEfE EHHE
B1 0.059
STDI 125 0.057
B2 0.055
Cl 0.118
STD2 250 0.114
C2 0.11
D1 0.22
STD3 500 0.209
D2 0.199
El 0.371
STD4 1000 0.36
E2 0.349
F1 0.503
STD5 2000 0.494
F2 0.485
Gl 0.564
STD6 4000 0.563
G2 0.562
Hi 0.589
STD7 8000 0.591
H2 0.594
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HEEE - MG-241120-21

Standard curve EGF

0.6 —

0.5-
E E
= 0.4+
Q -
LYp]
=
G 4
ol 0,3"_
c
(2]
£
E o
M 0.2
w -

0.1

]
0- —— ==
100 1000 10000
Concentration pg/mL
y=((A-D/(1+(x/C)"B))+D. A B c D R2

O Std (Standards: Concentration vs MeanValue) 0.031 1.553 830.779 0.609 1

3-1-2

o T NAERTRE R
TREIIY TV OFFEE (16 E/FKR) 2R LIZE (pg/mL)
¥ 71 No. Wells BSEE BERE | VHBRE TTRE
A3 0.042 65.263
1-O 63.271 1012.336
Ad 0.041 61.279
F7 0.449 1540.246
7-O 1566.687 25066.99
F8 0.455 1593.127
E7 0.268 656.805
6-@) 662.895 10606.32
E8 0.272 668.985
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4. PB-NGF
4-1 ART e R
4-1-1 R B v H— AT
REVH—F BE pg/mL Wells e YHE
Bl 0.044
STDI 3.906 0.042
B2 0.039
Cl1 0.085
STD2 7.813 0.082
c2 0.078
D1 0.155
STD3 15.625 0.155
D2 0.154
El 0.268
STD4 31.25 0.265
E2 0.262
Fl1 0.416
STDS 62.5 0.409
F2 0.401
Gl 0.51
STD6 125 0.511
G2 0.512
H1 0.549
STD7 250 0.55
H2 0.551
AH =TT
Standard curve beta-NGF
05
]
c 0.4 ]
E <
Z .
5 0.3
& |
=
2 ]
S 0.2
o 4
[1:3
0.1
0 - ———————
1 10 100 1000
Concentration pg/mL
y=((A-DJ(1+(x/C)"B))+D: A B c D RY2
O Std (Standards: Concentration vs MeanValue) 0.025 1.449 37.05 0.587 0.998
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REREE : MG-241120-21

4-12 VUSRI R
TEREIIY T AOFREER Q FFHFR) 2K LI (pg/mL)

%7 No. Wells WEE NERE | THRE pin _J; 3

A3 0.021 Range? BHBARE
1-D Range? .

A4 0.01 Range? U

E7 -0.014 Range? BB RE
7-O Range? ]

F8 0 Range? LT

E7 -0.014 Range? R HBAE
6-® Range? .

E8 0 Range? LUF

Range? - - « AZ 4 — N TERE (3.906 pgmL) LA

5. MCP-1
5-1 FRATRE R
5-1-1 RF U F— FEET
AR HF—F RE pg/mL Wells BEE FEME
Bl 0.051
STD1 31.25 0.032
B2 0.013
Cl 0.064
STD2 62.5 0.055
C2 0.047
DI 0.156
STD3 125 0.147
D2 0.139
El 0.293
STD4 250 0.292
E2 0.291
F1 0.506
STD5 500 0.494
F2 0.483
Gl 0.55
STD6 1000 0.549
G2 0.549
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ARG/ H—RI—T

Standard curve MCP-1

0.5 7] o
g 04
=
Q
L
=+ -
k=] 0.3
& i
[&] <4
[= ]
o
= g
8 0.2-]
£
. o

0.1

0 — - - —r
10 100 1000
Concentration pg/mL
y=((A-D/(1+(x/C)"B))+D. A B c D RY2

O Std (Standards: Concentration vs MeanValue) 0.027 2074 250124 0.586 0.997

5-1-2 B UTINENTHER (BE pg/mL)

#7I No. Wells e RERE | VHRE

A3 0.256 209.16

1-D 209.534
A4 0.257 209.908
F7 0.003 Range?

7-© Range?
F8 0 Range?
E7 0.016 Range?

6-@ Range?
E8 0.013 Range?

Range? - -

» AF X — RTFIRIE (31.25 pgmL) EAF
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6. VEGF (B#llzE, By 1)
6-1 FRATHE R
6-1-1 RH ¥ — FEHT

FEREF 1 MG-241120-21

RFvH¥—F | BRE pgmL Wells e gl
B1 0.05
STD1 31.25 0.048
B2 0.046
Cl 0.098
STD2 62.5 0.096
c2 0.094
D1 0.18
STD3 125 0.186
D2 0.191
El 0.388
STD4 250 0.382
E2 0.376
Fl 0.557
STD5 500 0.552
F2 0.546
Gl 0.605
STD6 1000 0.606
G2 0.607
H1 0.626
STD7 2000 0.626
H2 0.626
AP F—Fh—F
Standard curve VEGF
0.6 g
0.5
" :
=
2 0.4+
= E
= i
0 :
o 0.3
& ]
=
S .
o 0.2
0.1 o
0 —_— ——
10 100 1000 10000
Concentration pg/mi
y=((A-D(1+(x/O)"B))+D: A B c D R2
© Std (Standards: Concentration vs MeanValue) 0.045 2.088 214633 0632 0.999
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6-1-2 YU IENTRER
TEREIIY TV OFRRER 2 HFXT 4 FRR) 2R LIZE (pg/mL)
427V No. Wells HEE BERE | FyRE JEIREE

A3 0.622 1514.994
1-O 1280.391 5121.564
B3 0.611 1045.787

7. HGF (HHlE. By 7n)

7-1 TS R
7-1-1 R Z U — VIR
AP H—F BE ng/mL Wells B fE EHIME
Bi 0.028
STDI1 0.313 - - — - — 0.043
B2 0.057
Cl1 0.064
STD2 0.625 0.088
G2 0.111
D1 0.155
STD3 1.25 0.184
D2 0.212
El 0.366
STD4 25 0.368
E2 0.37
F1 0.504
STD5 5 0.499
F2 0.494
Gl 0.532
STD6 10 0.531
G2 0.529
Hi 0.553
STD7 20 0.553
H2 0.553
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AP HE—Rh—7
Standard curve VEGF

21

0.6

0.5

absorbance of 450 nm
o
(%]
1

10 100 1000
Concentration pg/mL

10000

y=((A-D/1+(x/C)"B))+D. A B c D Rt2

O Std (Standards: Concentration vs MeanValue) 0.045 2.088 214633 0.632 0.999

7-1-2 YU PNV IERMRER
FTEREZY VTV OFREE QEFREIIRFR) 2ELIZE (ng/mL)
¥ 7 No. Wells REE NERE | FHRE JCIREE

A3 0.545 13.662
1-© 11.276 22.552
B3 0.534 8.89
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IV. #ERE e
1. T—F#FLH
1-1-1

RLEAE RIZ DN T

VEGF @ 1-Qiz oW iz HRIEE R 28
« HGF @ 1-Qiz 2W I HRIER R 2 T8

- LRE FREZRELLE) 2ol
- JREEIX pg/mL ~%i— L CEEE

HERE B - MG-241120-21

YA A VEGF HGF EGF B-NGF MCP-1
Y INA RE pg/mL | #ME pg/mL | #E pg/mL | RE pg/mL | RE pg/mL
B
ARC-MU/P2-20240721 5121.6 22552.0 1012.3 ﬁﬂij fﬁ 209.5
BHRAME | REHBAME BRHEBRAME | RHRAME
AR (AOF) 25067.0 :
T UTF ST BT
2% . RS S
4 HH R BHBAE | RHBRE
(3L o 6 B e HR AR B 38 135.3 s 10606.3 s S
LIE#R)
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